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if-then

(IF (IsConcentrationBetween 1 5.776688 33.021667) protein6)
(IF (IsConcentrationBetween 1 10.724397 6.103053) protein5)
(IF (IsConcentrationBetween 0 10.794619 9.350450) protein8)
(IF (IsConcentrationBetween 0 10.794619 10.025200) protein8)
(IF (IsConcentrationBetween 1 5.307470 37.478039) protein6)
(IF (IsConcentrationBetween 1 17.059525 2.244593) protein4)
(IF (IsConcentrationBetween 1 5.776688 30.096888) protein4)
(IF (IsConcentrationBetween 1 10.724397 6.103053) protein2)
(IF (IsConcentrationBetween 4 28.167505 36.275078) protein8)
(IF (IsConcentrationBetween 2 37.478039 51.445824) protein8)
(IF (IsConcentrationBetween 7 62.635323 0.242824) protein8)
(IF (IsConcentrationBetween 4 2.447898 10.794619) protein7)
(IF (IsConcentrationBetween 1 17.059525 2.244593) protein5)
(IF (IsConcentrationBetween 0 10.794619 9.350450) protein8)
(IF (IsConcentrationBetween 4 11.277724 34.004467) protein8)
(IF (IsConcentrationBetween 4 11.277724 34.004467) protein8)
(IF (IsConcentrationBetween 0 9.350450 11.277724) protein?)
(IF (IsConcentrationBetween 1 10.724397 6.103053) protein7)
(IF (IsConcentrationBetween 3 32.326157 2.058443) protein6)
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(IF (IsConcentrationBetween 8 38.440750 24.766159) protein2)
(IF (IsConcentrationBetween 2 37.478039 51.445824) protein8)
(IF (IsConcentrationBetween 2 37.478039 51.445824) protein8)
(IF (IsConcentrationBetween 5 20.157558 21.375805) protein8)
(IF (IsConcentrationBetween 5 20.157558 21.375805) protein8)
(IF (IsConcentrationBetween 5 20.157558 21.375805) protein8)
(IF (IsConcentrationBetween 2 37.478039 51.445824) protein8)
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